NAWOQA Algae Sample

SUID:__ Station name:

Station code: Reach:

Collection date: Time:

Collectors:

Sample type (circle one): RTH / DTH 7 PHY / QMH
Sample component (circle one): Maaoalgae / Microalgae
Subsample (eircle one): 1D F CHL A/ AFDM / POC
Sample number: ___ Boule/filter sequence identifier:_

. . 2
Total area of periphyton sample: cm”

NAWOQA Algae Sample

SUm: Staton name:

Station code: Reach:

Collection date: Time:

Collectors:

Sample type (circle one): RTH 7/ DTH / PHY / QMH
Sample component (circle one): Macroalgae § Microalgae
Subsample (circle one): 1D/ CHL A 7 AFDM 7 POC
Sample number: ___ Bottleffilter sequence identifier:_

. . 2
Total area of periphyton sample: cm*

Sample volume:___ . Subsample volume: _mlL Sample volume:___ » Subsample volume: _ml
Preservative: bulfered formaldehyde; Preservative volume: ml Preservative: bulfered formaldehyde; Preservative volume: ml
Field SMCOD {optional ) Field SMCOD (optional )
NAWQA Algae Sample NAWOQA Algzae Sample
SU Station name: SUm:__ Station name:
Station code: Reach: Station code: Reach:
Collection date: Time: Collection date: Time:
Collectors: Collectors:
Sample type (circle cne): RTH / DTH / PHY / QMH Sample type (circle ene): RTH / DTH / PHY / QMH
Sample component (circle one): Macoalgae [ Microalgae Sample component (circle one): Macroalgae / Microalgae
Subsample (circle one): 1D/ CHL A/ AFDM [ POC Subsample (circle one): 1D 7 CHL A /7 AFDM J POC
Sample number: __ Bottleffilter sequence identifier:_ R Sample number: __ Botleffilter sequence identifier:_ e
Total area of periphyton sample: _em? Total area of periphyton sample: ___cm?
Sample volume:___ » Subsample volume: B Sample volume:___ : Subsample volume: __mL
Preservative: buffered formaldehyde; Preservative volume: . mlL Preservative: buffered formaldehyde:; Preservative volume:  mlL
Field SMCOL ioptional ) Field SMCOD {opticnal x
NAWQA Algae Sample NAWOQA Algzae Sample
SU Station name: SUm:__ Station name:
Station code: Reach: Station code: Reach:
Collection date: Time: Collection date: Time:
Collectors: Collectors:
Sample type (circle cne): RTH / DTH / PHY / QMH Sample type (circle ene): RTH / DTH / PHY / QMH
Sample component (circle one): Macoalgae [ Microalgae Sample component (circle one): Macroalgae / Microalgae
Subsample (circle one): 1D/ CHL A/ AFDM [ POC Subsample (circle one): 1D 7 CHL A /7 AFDM J POC
Sample number: __ Bottleffilter sequence identifier:_ R Sample number: __ Botleffilter sequence identifier:_ e
Total area of periphyton sample: _em? Total area of periphyton sample: ___cm?
Sample volume:___ » Subsample volume: B Sample volume:___ : Subsample volume: __mL
Preservative: buffered formaldehyde; Preservative volume: . mlL Preservative: buffered formaldehyde:; Preservative volume:  mlL
Field SMCOL ioptional ) Field SMCOD {opticnal x
NAWQA Algae Sample NAWOQA Algae Sample
SU Stalion name: SUD:__ Stalion name:
Station code: Reach: Station code: Reach:
Collection date: Time: Collection date: Time:
Collectors: Collectors:
Sample type (circle one): RTH / DTH / PHY 7 QMH Sample type (circle one): RTH / DTH / PHY 7 QMH
Sample component (circle one): Maaoalgae / Microalgae Sample component (circle one): Macroalgae / Microalgae
Subsample (circle one): 1D/ CHL A/ AFDM [ POC Subsample (circle one): 1D/ CHL A/ AFDM [ POC
Sample number: __ Bottleffilter sequence identifier:_ R Sample number: __ Bottleffilter sequence identifier:_ e
Total area of periphyton sample: ___em? Total area of periphyton sample: ___em?
Sample volume: : Subsample volume:  ml Sample volume:___ : Subsample volume: _ mlL
Preservative: buffered formaldehyde: Preservative volume:_________ml Preservative: buffered formaldehyde: Preservative volume:_______ mlL

Field SMCOD (optional )

Field SMCOD (optional




NAWOQA Invertebrate Sample

SUID:__ Station name:

Station code: Reach:

Caollection date: Time:

Collectors:

Collection mesh: 300 pm; - Preservative: 109 buffered formalin

Sample type (circle one): RTH / QMH Split ratio_

Sample component (circle onel: Large-rare / Main-body / Split
Sample number: Baottle sequence identifier:
Field SMCOD (optional )

NAWOQA Invertebrate Sample

SUm:__ Station name:

Station code: Reach:

Collection date: Time:

Collectors:

Collection mesh: 500 pm; Preservative: 10% bullered formalin

Sample type (circle one): RTH 7 QMH Split ratio_
Sample component (circle one) Large-rare / Main-body / Split
Sample number:_________ Bettle sequence identifier:

Field SMCOD (optional ):

NAWOQA Invertebrate Sample

SUID:__ Station name:

Station code: Reach:

Caollection date: Time:

Collectors:

Collection mesh: 300 pm; - Preservative: 109 buffered formalin

Sample type (circle one): RTH / QMH Split ratio_

Sample component (circle onel: Large-rare / Main-body / Split
Sample number: Baottle sequence identifier:
Field SMCOD (optional )

NAWOQA Invertebrate Sample

SUm:__ Station name:

Station code: Reach:

Collection date: Time:

Collectors:

Collection mesh: 500 pm; Preservative: 10% bullered formalin

Sample type (circle one): RTH 7 QMH Split ratio_
Sample component (circle one) Large-rare / Main-body / Split

Sample number:_________ Bettle sequence identifier:

Field SMCOD (optional ):

NAWOQA Invertebrate Sample

SUID:__ Stalion name:

Station code:; Reach:

Collection date: Time:

Collectors:

Collection mesh: 300 pm; Preservative: 109 buffered formalin

Sample type (circle one): RTH / QMH Split ratio_
Sample component (cirele one): Large-rare [ Main-body / Split

Sample number: . Bottle sequence identifier:

Field SMCOD ioptional i

NAWOQA Invertebrate Sample

sUm:__ Station name:;

Station code: Reach:

Collection date: Time:

Collectors:

Collection mesh: 5300 pm; Preservative: 10% bulfered formalin
Sample type (circle one): RTH / QMH Split ratio_
Sample component (circle one) Large-rare / Main-body [/ Split

Sample number: Bottle sequence identifier:

Field SMCOD (optional ):

NAWOQA Invertebrate Sample

SUID:__ Stalion name:

Station code:; Reach:

Collection date: Time:

Collectors:

Collection mesh: 300 pm; Preservative: 109 buffered formalin

Sample type (circle one): RTH / QMH Split ratio_
Sample component (cirele one): Large-rare [ Main-body / Split
Sample number: . Bottle sequence identifier:

Field SMCOD ioptional i

NAWOQA Invertebrate Sample

sUm:__ Station name:;

Station code: Reach:

Collection date: Time:

Collectors:

Collection mesh: 5300 pm; Preservative: 10% bulfered formalin

Sample type (circle one): RTH / QMH Split ratio_
Sample component (circle one) Large-rare / Main-body [/ Split
Sample number:_________ Boettle sequence identifier:

Field SMCOD (optional ):

NAWOQA Invertebrate Sample

SUID: Station name:
Station code; Reach:

Collection date: Time:

Collectors:

Collection mesh: 500 pm; Preservative: 10% buffered formalin

Sample type (circle ene): RTH / QOMH Split ratio_
Sample component (circle one): Large-rare £ Main-body /7 Split

Sample number: ___ Bottle sequence identifier:

Field SMCOD ioptional i

NAWOQA Invertebrate Sample

SUm:__ Station name:

Station code: Reach:

Collection date: Time:

Collectors:

Collection mesh: 500 pm; Preservative: 10% bullered formalin

Sample type (circle oned: RTH / QMH Split ratio_
Sample component (cirele one): Large-rare / Main-body £ Split

Sample number:____ Bottle sequence identifier:

Fizld SMCOD (optional ):




NAWQA Fish Sample

SUIm:__ Station name:

Station code:

Reach:

Collection date: Time:

Collectors:

Sarmpling method: Preservativer 10% buffered formalin

Sarmple number:
Field SMCOD (optional i

Species:

Taxonomic specialist: D date:

State: County:

Latitude:
USGS quad name:

Longitude:

SUIm:__

Station code:

NAWQA Fish Sample

Station name:

Reach:

Collection date:

Time:

Collectors:

Sampling method:

Preservative: 10%: buffered formalin

Sample number:

Field SMCOD (opticnal):

Species:

Taxonomic specialist:

State:

D date:

County:

Latitude:

Longitude:

USGS quad name:

NAWQA Fish sample

sSum:__ Station name:

Station code:

Reach:

Collection date: Time:

Collectors:

Sampling method: Preservativer 10% buffered formalin

Sample number:

Field SMCOD (optional ):

Species:

Taxonomic specialist: 11 date:

Stale: County:

Latitude:
USGS quad name:

Longitude:

SUm:__

Station code:

NAWQA Fish Sample

Station name:

Reach:

Collection date:

Time:

Collectors:

Sampling method:

Preservative: 10% buffered formalin

Sample number:

Field SMCOD (optional j:

Species:

Taxonomic specialist:

Stale:

1 date:

County:

Latitude:

Longitude:

USGS quad name:

NAWQA Fish Sample

Station name:

SUIm:__

Station code: Reach:

Collection date: Time:

Collectors:

Sampling method: Preservative: 10%: bultered formalin

Sample number:

Field SMCOD (opticnal):

Species:

Taxonomic specialist: 1D date:

State: County:

Latitude:
USGS quad name:

Longitude:

SUID:__

Station code:

NAWOQA Fish Sample

Station name:

Reach:

Cuollection date:

Time:

Collectors:

Sampling method:

Preservative: 10% buffered formalin

Sample number:

Field SMCOD (optional )

Species:

Taxonomic specialist:

Stale:

1D date:

County:

Latitude:

USGS quad name:

Longitude:

NAWQA Fish sample

sSum:__ Station name:

Station code:

Reach:

Collection date: Time:

Collectors:

Preservative: 109 buffered formalin

Sampling method:
Sample number:

Field SMCOD (optional ):

Species:

Taxonomic specialist: 11 date:

Stale: County:

Latitude:
USGS quad name:

Longitude:

SUm:__

Station code:

NAWQA Fish Sample

Station name:

Reach:

Collection date:

Time:

Collectors:

Preservative: 10% buffered formalin

Sampling method:

Sample number:

Field SMCOD (optional j:

Species:

Taxonomic specialist:

Stale:

1 date:

County:

Latitude:

Longitude:

USGS quad name:




